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| CONCLUSION & FUTURE PERSPECTIVES

*RNA isolation

. . - Isolation method critical: Norgen ExtraClean highest yield, but significant losses with DNase treatment
Qiagen miRNeasy

- Qiagen exoEasy/exoRNeasy: predominantly enrich short RNA fragments, limiting full-length RNA applications

l -  Sample type: plasma yields superior to CCM; larger plasma volumes improve yield but not proportionally
Sample age fundamental : older samples show significantly reduced RNA concentrations

- Ultracentrifugation: 38,5 mL tubes overall better, extra spin + wash do not improve yield

- Bioanalyzer: not the optimal tool for EV RNA quality assessment (no RIN) due to lack of rRNA peaks
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